
Aligned using an external algorithm
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1. sp|Q19546|WRN_CAEEL
2. sp|O93530|WRN_XENLA
3. sp|Q14191|WRN_HUMAN
4. sp|O09053|WRN_MOUSE
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L     G I T L I A  D E A H C I S E W G H D F R  S  R  L G S L - - K   L P  V P   A L T A T A S  S I R E D X X X X       X               X  X  X        X X   X   X X        X      

I L A D E A H C S W G H D F R S R L L P A L T A T A R DT S C R K H S L I V Q N Y H A E I R N R S D C N I M I T V R V D
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I L N L P Q T C T F D R P N L Y L V R K T N I D L F L S W E F E G T I Y CT K S H N V S D A T S I R Q I K K Q Q G G A V
I L N L P Q I T C T F D R P N L Y L V R K T N I D L F L S W E F E G P T I I Y CV R C R N G E R G L Q Q P V K - - T S H
I L N L P Q I T C T F D R P N L Y L V R K T N I D L F L S W E F E G P T I I Y CI S C K D G E G G L Q K P V R K - A S A

P  R K M   Q V T  E L  K L    C  T Y H A G M     R    H H R F  R D E I  C V V A T V A F G M G I N K   X    X X    X   X   X X X  X       X X X X  X X X     X     X               X

M V L Y H A G R H F R D I V A T V A F G M G I KQ T K Q V D D N C V R R I G V R S A H L T K N Q E K A T D M K T T I D P
P R K Q V T E L K L C T Y H A G M R H H R F R D E I C V V A T V A F G M G I N KT T S E A I G I A G G I K Q R E V M H P
P R K M Q V T E L K L C T Y H A G M R H H R F R D E I C V A T A F G M G I N KS T Q G R N L S G S F S T K D I V Q I I A
P R K M Q V T E L K L C T Y H A G M R H H R F R D E I C V V A T V A F G M G I N KS T E A G N L A R K I S E K D V L Q A

D I R  V I H Y G A P K  M E S Y Y Q E I G R A G R D G L  S  C H  L W A P A D  N   R   L  E I     F R  Y   X         X                 X  X   X       X  X X  X X  X   X X X X   X  

D R V I H Y G P E S Y Y Q E I G R A G R D G S C W A P D N LV N C N N I S P I R V F K L T I K F K R N S Q Q K E E V V E
D I R V I H Y G A P K M E S Y Y Q E I G R A G R D G L S C H L W A A D N R L E I F R YK E P C A Q M F N H M G P N K G E
D I R V I H Y G A P K M E S Y Y Q E I G R A G R D G L S C H L W A P A D N R L E I F R YQ D Q S V I L N H L T R N E K L
D I R V I H Y G A P K M E S Y Y Q E I G R A G R D G L S C H L W A P A D N R L E I F R YK E Q S L F T S N L I H D E K L

K L K M M  K - M E K Y L  S S  C R R  I I L S H F E D K    K A S   I M G T E K C C D N C   R L             X        X   X    X          X X X    X X            X X   X X X X X X X

L M M E L C R R L H F C C D C LN T L R Q L L V T T V G Y Q L K D P S Y A K P P T M - - - - Q A D R T E M N G N - - - Q
K L K M K M E K Y L S S C R R I I L S H F E D K K A S I M G T E K C C D N C R LL T - N T K Q L R S G K T I C N I S I N
K L K M M K M E K Y L S S C R R I I L S H F E D K K A S I M G T E K C C D N C R LA - H R Q Q V Q L G R S D H C Y S M D
K L K M M K M E K Y L S S C R R I I L S H F E D K K A S I M G T E K C C D N C R LV - H Q R C L Q L D R P N H C L T A N

D S E D    D F G P Q A   L  S A V - D  L   K F G I G  P I L F L R G S  S Q - - R   D   R  H  L F G  G    X X X       X X  X      X  X X      X         X      X X  X X  X  X    X  

D S D L K G I G P I F L R G S R L F G GS S S I V V T T E S K W F Q V I N E M Y N G T K E S K E D W I K T T S Q - Q K I
D E D D F G P Q A S A V D L K F G G P L F L R G S S Q R D R H L F GT N L Q Y K F I - V G Q T V V T - - V P R F N S S S
D S E D D F G P Q A L S A V D L K F G I G P I L F L R G S S Q R D R H L F G GT S W F K L - I G E L N - - L A Q Y R S T
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K  Q  E  W W K  L    L I  E G  L  E V  -    K F    C  L T  K G   W L - -  K A       S L L L X  X  X    X  X X X   X   X  X   X  X X X   X X X  X   X   X X     X   X X X X X X     

K W W K L L G L E V K F L G W L K L LH I P D K A A A S R I A Y G R L M Q M G S C I T S E L E R L T G E M K I D A T P I
K Q E W K L L I E G L E K F C L T K G W L K A S L L LD T A F V A R Q T Y Q S S - G Q T S T I G S S N - - I N N E Q C P
K Q E W W K L I E G L E V K F C L T K G W L K A S L LD T S A F S R Q T F V S - R Y N M K I A K R N - - H N T E S - Q I
K Q E W W K L L I E G L E V K C L T K G W L A S L L LE A S T S H H A F V P - K E N Y I K T S K R K - - G E S S Q S P P

Q  N  E          - - - - - -       P           P     T - K    L     S Y       X  X  X X X X X X X X X       X X X X X X  X X X X X X X X X X  X X X X    X X X  X X X X   X X X X X

Q E P T K YG K K K - - - - - - - - - - - - - - A A P S T V G A S R S Q S T K S S T E I P - I L G A N K I R E E P A N E
N E P P L S YP S N L C L Q R T R V S N F S S A Q A H S S M V H A S S N T R S S M K A G P - - E K M E K D K F Q E A E R

Q N E P T K L S YA E L C P K K L L L P - - - - - - S S K T V S S G T K E H C Y N Q V V E L S E K S N E K L Y K P C D K
Q N E P P T K L S YA E M F P R K V L L P - - - - - - S S N P V S E T T Q H S S N Q N A G L T - Q S N E R T H K V P E K

 S    N   K  S      P  K       P   S   E       L Y  R L V  A R Q K  A N   D V  P A  X  X X X  X X  X  X X X X X  X  X X X X X X  X X  X X  X X X X X X   X    X     X   X X   X   X

N K P K L R L R A N V PN E Q L M L K Q E V T - G L E I D Q - - - - - - - - - - - - - - - - R S D D I V G I M H E A F Q
S K S P K P S E L Y R L V A R Q K A D P AL K A A G V S S F K L Q T C L S R P P E E V P R R E L Q T T G V I S E R I L V
S N K S P K P S E L Y L V A R Q K A N D V P AI S G S I S K I M V Q S E A Y S S S Q V I A Q Q E T Q I V G K E H K M P I
S N K S P P S E L Y R L V A R Q K A N D V P AV S G T I P K A V M P S G T S S S P L E A I A Q L D A R T G A E H K M P I

L A T N K V L  D M A K  R P T T  E N  K  I D G V S E  K  A  L A P - L L E V  K  F C    S   T D   S          X     X     X   X  X       X  X  X         X  X   X X X  X X   X X  X X

N V L A R P T N I D G S F TI V S T D C F N L S A S L E M M A Q Q K S R Y G K R F V D C V V Q S K E T G I A N V N A N D
L A T N K V L D M A K R P T T E N K D G V S E K A L A P L L E V K F C S D SV L S M K L A S M - V E I A N L K V V F G S
L A T N K L D M A K R P T T E N K I D G V S E K A L A P L L E V K F C S T D SI V M V V R G A M - I H Q T N V Q L F S T
L A T N K V L D M A K R P T T E N K I D G V S E K A L A P L L E V K F C S T D SL M V M Q G A L - I H Q V T V Q L L S A

    E              L   S     Y  L F Q E     L K  I A   R  L      G M H L  Q A V KX X X X  X X X X X X X X X X X X X  X X  X X X X  X     X X X X   X   X X  X  X X X X X     X     

E L Y K A R L A VM I P P - - - - - L I S K M Q K V S D A V R R V T E H L I S R S T A E V T A G I S E G T V Y S Y A M E
E L S Y L F Q E L K I A R L G M H L Q A KV S Q S S T F F T P R E Q E R I S P E Q R M S S Q N L S K D V C S M A V V W L
E L S Y L F Q E L K I A R L G M H L Q A V KK P Q E Q K T S L V A K N K I C T S Q M A I T S K K M P S E S I P L M T I S
E L S Y L F Q E L I A R L G M H L Q A V KK P H K Q E K S Q E M E K K D C S P Q V A V T T K K M P H S E N L P L T A A A

A G  P L D   R A G L T P E   K  I    I R  P P  N S D      - -  I R M  V P  N  D  Y  I  M A I  I  X    X X        X X  X  X X X   X   X    X X X X X   X    X   X  X  X  X  X    X  

G P L R S M V A I IK L H L D K L N V S R K N I A M A L N A V - V H L G N V A V L T P W V E A G V P D F N Q L K L I R L
A G D R A G L T P E K I I P P N S D I R V P N D Y I M IY S F V Q M K L T Y A K K I L S S F K - - A E Y A I G P R V S L
A G P L D R A G L T P E K I I R P P N S D I R M V P N D Y I M A I IC L E V Q I A D V N V M S K I S - - L L E I T L H E
A G P L D R A G L T P E K I I R P P N S D I R M V P N D Y I M A I IY M E T W I M D V N I M Y K V K - - L L E L T L H E

745

1007

1063

1029

790

1065

1117

1082

833

1125

1177

1142

893

1184

1236

1201

948

1244

1296

1261

1007

1302

1354

1319
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1
2
3
4

1
2
3
4

1
2
3
4

L   G  D - S   Q    D - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -        P    E X X  X    X X  X X X                                   X X X X X X X  X X X  

G D S Q DY E Y L T E N E K P - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
L S Q P EE K E G S - G A G Q P E F P T Q K T L I Q T E E N P K N V S V Q N T K H K V T M G K S M W I E K K P T Q A T A
L G D S Q D P EK H P - G L P S C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - V N K R R C F G S E
L G D S Q D P EQ S S - R T P P C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - S S R K R R F S S A

 - - - - - - - - - - - - - - - - -   S      E      T   S      R R L P  W F - -  K G        X                  X X  X X X X X  X X X X X  X X  X X X X X     X     X   X X X X X X X

S T S R P- - - - - - - - - - - - - - - - - - I Q M P S T S N P S T I K V P T P S S S L A P L - - - - - - - - - - - - -
S E S R R L P W F K GL E V T K G K A L A P I M L A S W N E A L D A D T E L F S E S Q S T T R P R E G S T N A A T R C I
S E T S R R L P W F K GI - - - - - - - - - - - - - - - - - C S S K R S K E V G I N E T S A E R K V - - A S D T S K K L
S E T S R L P W F K GS - - - - - - - - - - - - - - - - - C E C K E S K A V T - E K A S S E S K K E - - A N V P S A D T

         K K   L F  X X X X X X X X X   X X   X

K K L- - - - - - - - - F K - -
K FQ E S K N L G E - E G S F D

K L F- - - - - M D K T R G G S
K K L FG S S S S M A K T K G S

1022

1361

1380

1345

1051

1421

1421

1385

1056

1436

1432

1401
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Consensus Threshold: >50%

Compare to: the consensus

Amino acids that match the reference are marked with yellow highlighting.

Created: 30 Jan 2020

Last Modified: 30 Jan 2020
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